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Research progress on the roles and mechanism of IL-

33/ST2 axis in regulating adipogenic differentiation
LI Chengping
(College of Agriculture and Biology,Liaocheng University, Liaocheng 252059, China)

Abstract The IL-33/ST2 axis serves as a key bridge connecting the immune system and metabolic regula-
tion, playing a crucial role in mammalian lipogenesis and adipogenesis. This review systematically in-
tegrates the molecular characteristics, signaling pathways, functions,and mechanisms of 11.-33 and ST2 in
regulating adipogenic differentiation, and analyzes the controversies and mechanism gaps in current re-
search. Existing evidence suggests that the I1.-33/ST2 axis affects preadipocyte differentiation and fat dep-
osition in multiple dimensions by regulation of type 2 immune response,adipose tissue browning, key adi-
pogenic transcription factors (such as PPARY,C/EBPa) and signaling pathways (such as NF-kB, Wnt/3-
catenin). It is noted that there is almost no research on the role of 11.-33/ST2 axis in fat deposition and
meat formation in livestock (such as cattle) , which limits its translational application in agricultural breed-
ing. This article aims to review the existing knowledge, clarify future research directions,and provide theo-
retical basis and strategic references for the prevention and treatment of metabolic diseases and precise im-
provement of fat traits in livestock and poultry.
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Fig. 1 The structure of the human I1.-33 gene, IL.-33 proteins and ST2 proteins[“]
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