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Study and Application of Microbial f-mannanases

ZHENG Haolei , WANG Xiaogian, LI Yumei, GAO Juan

(School of Biological Sciences and Technology. University of Jinan,Jinan 250022, China)

Abstract Mannan is the main component of cork hemicellulose and widely exists in plant tissues. f-Man-
nanase is the most critical mannan-degrading enzyme, which catalyzes the hydrolysis of 8-1,4-linked man-
nosidic bonds in mannans in an endo-acting manner. §-Mannanases are found in plants, animals, bacteria,
fungi and actinomycetes. Microbial derived f-mannanase can exert catalytic activity in a wide range of pH
and temperature, so it has a wide range of application prospects in food, pharmaceutical, feed, paper.
biorefinery and other industries. In the present article, the microbial origin, classification, enzymatic prop-
erties , molecular modification and practical application of f-mannanases were reviewed, the future research
direction of microbial B-mannanases was prospected. This review will provide a theoretical basis for the re-
search and application of microbial g-mannanase.

Key words microbial B-mannanase; enzymatic property; molecular modification; industrial application
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