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Ocellularia arecae, A New Record of the
Lichen Genus Ocellularia in China

HE Xuanxuan, JIA Zefeng

(School of Life Sciences, Liaocheng University. Liaocheng 252059, China)

Abstract Based on the methods of morphology, anatomy, chemistry and phylogenetic analysis, Ocellu-
laria arecae(Vain.) Hale is reported as new to China, and its specimens were collected from Fujian Prov-
ince. In addition, the morphological, anatomical and chemical characteristics of the species are provided.
The specimen examined is deposited in Fungarium of the College of Life Sciences, Liaocheng University
(LCUF). The results of the research will enrich the biodiversity of Ocellularia (Thelotremataceae) in Chi-
na.

Key words lichenized fungi; Graphidales; Thelotremataceae; taxonomy
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(2]

400 o)) Ocellularia alba
Mill. Arg.", , 10 . . . . L ,
s o
2
2.1
) (LCUF),
2.2
OLYMPUS SZX16 ) OLYMPUS BX53
\ : : 10% KOH  \NaClO
P . 5% ) : (TLO)
[15,16] .
2.3
DNA .PCR . . Sigma-Aldrich REDExtract-N-Amp™ PCR
DNA, PCR RNA , rDNA (nul.SU), AL2R/LR6M,
50 L PCR (AL2R  LR6) 2 ul, 2 uL DNA,19 L ddH,0,25 L 2 X Taq
PCR Master Mix, 94 C 5 min; 95 C 30 5,58 C 308,72 °C 1 min(C 35
) 72 °C 10 min, 1% , ( )
. 1,
1 GenBank
GenBank
Ocellularia allosporoides Kalb 38813 Thailand JX421544
O. allosporoides Lumbsch 20204a Thailand JX421546
O. laeviusculoides Luecking 32001 Venezuela JX421569
O. laeviusculoides Luecking 32037 Venezuela JX421570
O. microsorediata RivasPlata 107Ca Peru JX421572
O. microsorediata RivasPlata 107Cb Peru JX421573
O. microstoma Lumbsch 19108m Australia JX421575
O. microstoma RivasPlata 1085B Philippines JX421577
O. psorbarroensis RivasPlata 108B Peru JX421587
O. psorbarroensis RivasPlata 801D Peru JX421588
O. psorbarroensis RivasPlata 801D Peru JX421589
O. erodens UGDA19668 Bolivia MK542903
O. erodens UGDA19568 Bolivia MK542902
O. arecae Lumbsch 19161z Australia 1X421547
O. cicra RivasPlata 108Da Peru JX421551
O. cicra RivasPlata 108Db Peru JX421552
O. arecae™ FJ220304 Fujian -
Reimnitzia santensis Luecking 28015 El Salvador HQ639664
R. santensis Lumbsch 19706b India JX421619
Leptotrema wightii Luecking 2034 A(F) Costa Rica EU075622
L. wightii Luecking 28095 El Salvador JE828977
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. Geneious v.6.1.2(Biomatters Ltd., Auckland, NZ)
o Leptotrema (18191 NCBI 20

nulLSU ( 1, NCBI Geneious v.6.1.2 ,

MAFFT version 7 feol | CIPRES Scientific gateway portal Chttp: / www.
phylo.org/portal2/) " (Maximum-likelihood, ML) (Bayesian inference, BD)

o (ML) RAxMIL-HPC BlackBox v. 8.2.12% y 1 000

; , iModelTest 2.1.6% , ,
GTR+I1+G s MrBayes v. 3.2.7a 0 Figtree v.1.4.4
3
3.1
, (Maximumr-likelihood, ML) (Bayesian inference, BI)
; , ML , (bootstrap) = 70% 3

nulLSU Ocellularia ) 21 , 10 ; Leptotrema wightii

(Taylor) Mill. Arg.

83/0.99 I:Reimnitzia santensis JX421619
Reimnitzia santensis HQ639664
100/1.0 Ocellularia arecae JX421547
FJ22036

0 Iv—()cellularia erodens MK542903
l—Ocellularia erodens MK542902

100/1.0 -/0.57
081

100/1.0 I—Ocellularia microstoma JX421577
78/0.95 I—Ocellularia microstoma JX421575
100/1.0 I:Ocelluiaria cicra JX421552

| 100/1 Ocellularia cicra JX421551

81/0.99]
100/1.0 rOCellularia laeviusculoides 1X421569
100/1.0 LOCellularia laeviusculoides 1X421570

100/1.0 [ Ocellularia allosporoides YX421544
L Ocellularia allosporoides JX421546

~Ocellularia psorbarroensis JX421587

Ocellularia psorbarroensis 1X421589
10010 | 93092 o,

100/1.0

llularia psorbarroensis JX421585

100/1.0 |: Ocellularia microsorediata JX421573
Ocellularia microsorediata JX421572

100/1.0 [Leplatrema wightii JF828977
Leptotrema wightii EU075622
0.03
1 nulLSU ( s GenBank )
3.2
, 2. Ocellularia arecae(Vain.) Hale, Mycotaxon 11(1); 136(1980),
Type: Thailand['Siam’] - Insula Koh Chang, ad corticem Arecae catechu. leg. Johs. Schmidt, 1900

[ TUR-VAIN 26767, holotype ],
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2 ( FJ220304)
, s , 1 158 m, 2022 7 13 s
FJ220304(LCUF),
[24] s [25] 3 .
, ) 1, )

(hypoprotocetraric acid) , (Thailand) ; (Australia)
, (hypoprotocetraric acid) ,
(2-hydroxyhypoprotocetraric acid, 2-hydroxynornotatic acid) ,

Ocellularia arecae(Vain.) Hale O. eumorpha (Stirt.) Hale, 1,
, 150~245 pm X 28~50 pm, (hypoprotocetraric acid) ,
sl O. eumorphoides Frisch . (70~125 ym
X 19~28 pm)™,
, Ocellularia , O. arecae ,
100% , O. arecae,
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