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A Recurrent Copy Number Variation Detection Algorithm
From Multi-sample Based on Clustering

CHEN Nianhua. YUAN Xiguo

Abstract Copy number variation is an important type of structural variation in the human genome. The
copy number variation that occurs in the same region in different samples is called recurrent copy number
variation. This paper proposes a cluster-based algorithm to detect recurrent copy number variation from
multiple samples. The algorithm first extracts two features that are closely related to recurrent copy num-
ber variation:Copy number variation ratio of each probe in multiple samples and the copy number variation
amplitude of each probe,then use clustering algorithm to cluster these two features,and find out the probes
of recurrent copy number variation based on the clustering results. This paper evaluates the performance of
the algorithm through two kinds of simulation data,and compares with three peer methods at the same
time. The results show that the algorithm has better detection performance.This paper also applies the al-
gorithm to two kinds of real data,and the detection results contain a number of disease-related genes,
which shows the effectiveness of the algorithm proposed in this article.
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