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R1 HHOEH 16S RNAEREFF LI 45

T Bk 42 [77) 5 T Bk LR /%6 Genbank % 535
HYML-1-1 Pscudoalteromonas sp. strain 7-13 98.93 KX806608
HYML-1-24 Pseudoalteromonas sp. strain DZ-03-08-car 99.93 MK577349
HYML-1-6 Vibrio sp. sx2w6 100 FJ025776
HYML-1-34 Vibrio kanaloae strain HHN-45 99. 82 KT023527
HYML-1-11 Bacillus amyloliquefaciens strain 1.D5 99. 86 GQ853414
HYML-1-22 Bacillus sp. Z69 100 MG470720
HYMIL-1-4 Ruegeria mobilis NBRC 101030 99.78 KT989859
HYML-1-12 Ruegeria mobilis strain Sh2 100 KP843693
HYML-1-15 Flavobacterium sp. THG-N2. 3 99. 67 MH447399. 1
HYML-1-16 Flavobacterium sp. 1E403 99. 95 MH209250. 1
HYML-1-14 Alteromonas sp. Q04 99.73 KY818841. 1
HYML-1-20 Alteromonas sp. ML52 99. 54 MH916568. 1
HYMIL-1-47 Geobacillus stearothermophilus strain 99. 86 KU529690
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Study on Isolation, Indentification and Bioactivity of Secondary
Metabolites from Oysters Symbiotic Bacteria

WANG Huan-nan' YANG Hua* GU Ying-lin' YAN Mao-cai'
XU Zong-ling' SUN Hai-ming' ZHANG Zhen'

(1. School of Pharmacy, Jining Medical University, Rizhao 276800, China;2. Shandong Key Laboratory of
Chemical Energy Storage and New Battery Technology. Liaocheng University, Liaocheng 252059, China)

Abstract Objective to isolate and identify symbiotic bacteria from wild oyster in Rizhao offshore area
and study the biological activities of their secondary setabolites. Oyster symbiotic bacteria were isolated,
cultured and identified by conventional plate separation method. The inhibition of acetylcholinesterase
(AChE) and antioxidant activity of secondary metabolites of symbiotic bacteria were screened by modified
Ellman method and DPPH free radical scavenging method. The results showed that 62 strains of symbiotic
bacteria were isolated from wild oysters in Rizhao sea arca, among them, 4 strains belonged to Vibrio sp. »
6 strains belonged to Bacillus sp., 4 strains belonged to Ruegeria mobilis sp., 3 strains belonged to
Flavobacterium sp. , 3 strains belonged to Alteromonas sp. , 1 strains belonged to Geobacillus sp. , and the
rest were Alternate Pseudomonas sp.. 13 strains of symbiotic bacteria showed strong inhibitory activity
against AChE, the IC;, of strains HYML-1-11 and HYML-1-62 on AChE were 5.01 and 4.53 pg+ mL ',
respectively. 22 strains had signiflicant antioxidant activity, and the scavenging rates of DPPH [ree radicals
by secondary metabolites of strains HYML-1-6 HYML-1-11 HYML-1-18 HYML-1-24 HYML-1-39,
HYMI.-1-47 and HYMI.-1-62 were all over 40%.

Key words oyster; symbiotic bacteria; acetylcholinesterase; antioxidant activity; indentification



