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FAEO A RIBPUER 1/2MS $i 35 5 1028 L 0 v =02 5 2R3 406 19 400 g I 2ok 22 38 AE Ak

1.2.5 Mdirshs 2 R ARMMRE KA. A TAIR Wil B4 A %A K (ATRLP51-2,.SALK_049752) ,
UL B Ay AR R GE 12 CTAB /N E 4 4 DNAL H =51 93k UE 47 %658 » T 8 38 31 10 98 28 IR i 92 R 4l &
).

1.2.6 Real-time PCR %47, LLBFA: AU, b SRR A bk L 288 RAE AR (9 RNA SHRLHR , 1Y oPCR ¢ 5451
Wy %k KL A1 22 3K HEAT R A M. FIFLRG I Actin2 JE B 01E I DY B F S 1. 2. 2.
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Isolation and Functional Analysis of Hornerin Gene from Sweet Sorghum
SONG Yu-shuang SUI Na

(Shandong Normal University, School of Life Sciences,Jinan 250014 ,China)

Abstract In this study.hornerin transcript variant (HTV) gene was isolated from sweet sorghum of
salt-tolerant inbred line M-81E. We constructed a pROKII-SbHTV -GFP vector for subcellular localization
analysis of SbHTV,which indicated that the gene was located in the cell nucleus. Homozygous overexpres-
sion lines were obtained, and T-DNA insertion homozygous mutants of Arabidopsis thaliana HTV were
screened. The physiological indices of wild type,overexpression and mutant lines at germination and seed-
ling stages under salt stress were determined and analyzed to elucidate the role of the gene under salt
stress. We found that when treated with 100 mM NaCl, the germination rate and root length of each Arabi-
dopsis strain were significantly different. The root length of the mutant was significantly longer than that
of the wild type,and that of the overexpressed strain was significantly smaller than that of the wild type.
After 100 mM NaCl treatment, the inhibition degree of biomass accumulation of mutant lines was signifi-
cantly lower than that of wild type,while that of overexpressed lines was significantly higher than that of
wild type. This indicates that the overexpression of SbHTV reduces the salt tolerance of plants,and the
knockout of SbHTV gene is beneficial to improve the salt tolerance of plants. The role of SbHTV gene in
salt tolerance of plants is elucidated preliminarily.

Key words sweet sorghum; SbHTV; salt stress; functional analysis



